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Profile

Dr. Quan obtained her bachelor’ s degree from Tsinghua University in China in 2004 and her PhD
degree from the University of Michigan in 2010. After three years of postdoctoral training, she
joined the State Key Laboratory of Bioreactor Engineering in ECUST, China. Her laboratory is
interested in investigating the fundamental questions regarding protein folding: 1. How do we
stabilize proteins? 2. How do molccular chaperones work? The answers to these questions will help
us design and evolve more stable biocatalysts, develop better protein therapeutics, and obtain more
active chaperones. Her work is funded by the NSFC and the Pujiang Scholars Program in Shanghai.
Tn addition to conducting rescarch, she also enjoys training the next gencration of scientists. She has
undertaken the teaching work of two professional courses (Biochemistry for undergraduates and
Biocatalysis and Enzyme engineering for graduate students, both taught in English) and is also a
mentor for many undergraduate-level rescarch activitics, including iGEM.

Research Field

1. Develop protein stability biosensors and Al-based rational design methods to improve protein
stability and solubility.

2. Tdentitication and characterization of molecular chaperones. Investigate the working mechanisms
of chapcrones by using a varicty of biochemical, biophysical, and bioinformatics techniques, such as
NMR spectrometry, X-ray crystallography, and molecular simulation.

3. Screening tor amyloid inhibitors.

4. Characterize the relationship between stability and activity of the MLL family of histonc H3K4
methyltransferases.
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