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Our group is devoted to study the molecular mechanisms of codon usage bias in regulating gene 

transcription and protein translation, as well as chassis cell construction and expression system 

modification on the basis of theoretical studies. Detailed research topics include:

1. The mechanisms of how codon bias regulates gene transcription, including its effect on epigenetic 

status, RNA stability and transcriptional activity change.

2. The mechanisms of how codon bias regulates protein translation, including its effect on protein 

synthesis speed, translational efficiency and co-translational folding.

3.3. Expression system modification on the basis of theoretical studies, especially codon optimization 

strategy development (mainly relies on genetic, molecular biological and bio-informatical methods) 

to assist chassis cell construction and recombinant protein expression.
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