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I was interested in using systems biology strategies to investigate the pathogenesis, antibiotics I was interested in using systems biology strategies to investigate the pathogenesis, antibiotics 

resistance, and environmental survival of bacterial pathogens, such as Vibrio parahaemolyticus, V. 

alginolyticus and Edwardsiella bacteria causing huge economic losses towards marine aquaculture 

industry and threatening humans in China. Transposon-based mutant library, Tn-based defined 

library as well as genomics and proteomics analysis were carried out to define the virulence factors. 

Their regulation mechanisms were further elucidated in the light of the host and 

environmental-adaptation processes. The key regulation elements or virulence factors will be used to 

provide the molecule bio-bricks for design of novel vaccines against pathogens plaguing in the provide the molecule bio-bricks for design of novel vaccines against pathogens plaguing in the 

aquaculture industries.
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