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Profile

Associate professor and master” s tutor tor biochemistry and molecular biology, microbiology and
bioengincering majors. Rescarch including metabolic engineering and cell factory optimization,
enzyme structure and function, discovery and application of functional microbes, and biology of
therapeutic cells in culture process etc.Published over 30 research articles in SCI indexed journals.
The master candidate students with great passion in scientific rescarch, good knowledge and skill

background in molecular and cellular biology, and good communication ability are welcome.

Oversca expericnce as visiting scholar:
2010.8-2011.8: Duke University, USA
2017.1-12: Chalmers University of Technology, Sweden

Research Field

Now my rescarch focused on microbial metabolic engineering, synthetic biology and biology of

therapeutic cells in culture process.
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